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<110> APPLICANT: Arndt, Michaela 
Little, Melvyn 
Kypr iyanov , Sergey 
Krauss, Jurgen 
Pf reundschuh, Michael 

<120> TITLE OF INVENTION: Fv Antibody Construct Comprising Binding Sites For a CD16 
and a 

CD30 Surface Protein 
<130> FILE REFERENCE: 4121-135 

<140> CURRENT APPLICATION NUMBER: US 10/049,404 
<141> CURRENT FILING DATE: 2002-02-05 
<150> PRIOR APPLICATION NUMBER: PCT/DE00/02589 
<151> PRIOR FILING DATE: 2000-08-02 
<150> PRIOR APPLICATION NUMBER: DE 199 37 264 
<151> PRIOR FILING DATE: 1999-08-06 
<160> NUMBER OF SEQ ID NOS : 11 
<170> SOFTWARE: Patentln version 3.1 
<210> SEQ ID NO: 1 
<211> LENGTH: 4570 
<212> TYPE: DNA 

<213> ORGANISM: Artificial Sequence 
<220> FEATURE: 

<223> OTHER INFORMATION: Synthetic Construct 
<400> SEQUENCE: 1 

ctcgagagcg ggcagtgagc gcaacgcaat taatgtgagt tagctcactc 
ccaggcttta cactttatgc tcccggctcg tatgttgtgt ggaattgtga 
atttcacaca gaattcatta aagaggagaa attaaccatg aaatacctat 
agccgctggc. ttgctgctgc tggcagctca gccgccatgg cgcaggtgca 
tctggagctg agctggtaag gcctgggact tcagtgaaga tatcctgcaa 
tacaccttca ctaactactg gctaggttgg 
tggattggag atatctaccc tggaggtggt 
aaggccacag tgactgcaga cacatcctcc 
acatctgagg actctgctgt ctatttctgt 
tggggcgcac ggactacggt caccgtctcc 
gatatcgagc tcactcagtc tccaaaattc 
gtcacctaca aggccagtca gaatgtgggt 
gggcaatctc ctaaagttct gatttactcg 
cgcttcacag gcagtggatc tggaacagat 
gaagacttgg cagagtattt ctgtcagcaa 

ggcaccaagc tggaaatcaa acgggctgat gctgcggccg ctggatccga 
atctcagaag aagacctaaa ctcacatcac catcaccatc actaaagatc 
gagaaattaa ccatgaaata cctattgcct acggcagccg ctggcttgct 
gctcagccgg ccatggcggc catggcccag gtgcaactgc agcagtcagg 



gtaaaacaga ggcctggaca 
tatactaact acaatgagaa 
agaactgcct acgtgcaggt 
gcaagatcgg ctagctggta 
tcagccaaaa caacacccaa 
atgtccacat cagtaggaga cagggtcaac 
actaatgtag cctggtttca acaaaaacca 
gcatcttacc gatacagtgg 
ttcactctca ccatcagcaa 
tatcacacct atcctctcac 



attaggcacc 
gcggataaca 
tgcctacggc 
gctgcagcag 
ggcttctggc 
tggactcgag 
attcaagggc 
caggagcctg 
cttcgatgtc 
gcttggcggt 



agtccctgat 
tgtgcagtct 
gttcggaggg 
acaaaagctg 
tattaaagag 
gctgctggca 
ggctgagctg 

gctagacctg gggcttcagt gaagatgtcc tgcaaggctt ctggctacac ctttactacc 
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76 tacacaatac actgggtaag acagaggcct ggacacgatc tggaatggat tggatacatt 1260 

78 aatcctagca gtggatattc tgactacaat cagaacttca agggcaagac cacattgact 1320 

80 gcagacaagt cctccaacac agcctacatg caactgaaca gcctgacatc tgaggactct 1380 

82 gcggtctatt actgtgcaag aagagcggac tatggtaact acgaatatac ctggtttgct 1440 

84 tactggggcc aagggaccac ggtcaccgtc tcctcagcca aaacaacacc caagcttggc 1500 

86 ggtgatatcc aggctgttgt gactcaggaa tctgcactca ccacatcacc tggtgaaaca 1560 

88 gtcacactca cttgtcgctc aaatactggg actgttacaa ctagtaacta tgccaactgg 1620 

90 gtccaagaaa aaccagatca tttattcact ggtctaatag gtcataccaa caaccgagct 1680 

92 ccaggtgttc ctgccagatt ctcaggctcc ctgattggag acaaggctgc cctcaccatc 1740 

94 acaggggcac agactgagga tgaggcaata tatttctgtg ctctatggta taacaaccat 1800 

96 tgggtgttcg gtggaggaac caaactgact gtcctaggcc agcccaagtc tgcggccgct 1860 

98 ggatccgaac aaaagctgat ctcagaagaa gacctaaact cacatcacca tcaccatcac 1920 

100 taatctagag gcctgtgcta atgatcagct agcttgaggc atcaataaaa cgaaaggctc 1980 

102 agtcgaaaga ctgggccttt cgttttatct gttgtttgtc ggttaacgtc gacctggcgt 2040 

104 aatagcgaga ggcccgcacc gatcgccctt cccaacagtt gcgcagcctg aatggcgaat 2100 

106 gggacgcgcc ctgtagcggc gcattaagcg cggcgggtgt ggtggttacg cgcagcgtga 2160 

108 ccgctacact tgccagcgcc ctagcgcccg ctcctttcgc tttcttccct tcctttctcg 2220 

110 ccacgttcgc cggctttccc cgtcaagctc taaatcgggg gctcccttta gggttccgat 22 80 

112 ttagtgcttt acggcacctc gaccccaaaa aacttgatta gggtgatggt tcacgtagtg 2340 

114 ggccatcgcc ctgatagacg 'gtttttcgcc ctttgacgtt ggagtccacg ttctttaata 2400 

116 gtggactctt gttccaaact ggaacaacac tcaaccctat ctcggtctat tcttttgatt 2460 

118 tataagggat tttgccgatt tcggcctatt ggttaaaaaa tgagctgatt taacaaaaat 2520 

120 ttaacgcgaa ttttaacaaa atattaacgc ttacaattta ggtggcactt ttcggggaaa 2580 

122 tgtgcgcgga acccctattt gtttattttt ctaaatacat tcaaatatgt atccgctcat 2640 

124 gagacaataa ccctgataaa tgcttcaata atattgaaaa aggaagagta tgagtattca 2700 

126 acatttccgt gtcgccctta ttcccttttt tgcggcattt tgccttcctg tttttgctca 2760 

128 cccagaaacg ctggtgaaag taaaagatgc tgaagatcag ttgggtgcac gagtgggtta 2820 

130 catcgaactg gatctcaaca gcggtaagat ccttgagagt tttcgccccg aagaacgttt 2880 

132 tccaatgatg agcactttta aagttctgct atgtggcgcg gtattatccc gtattgacgc 2940 

134 cgggcaagag caactcggtc gccgcataca ctattctcag aatgacttgg ttgagtactc 3000 

136 accagtcaca gaaaagcatc ttacggatgg catgacagta agagaattat gcagtgctgc 3060 

138 cataaccatg agtgataaca ctgcggccaa cttacttctg acaacgatcg gaggaccgaa 3120 

140 ggagctaacc gcttttttgc acaacatggg ggatcatgta actcgccttg atcgttggga 3180 

142 accggagctg aatgaagcca taccaaacga cgagcgtgac accacgatgc ctgtagcaat 3240 

144 ggcaacaacg ttgcgcaaac tattaactgg cgaactactt actctagctt cccggcaaca 3300 

146 attaatagac tggatggagg cggataaagt tgcaggacca cttctgcgct cggcccttcc 3360 

14 8 ggctggctgg tttattgctg ataaatctgg agccggtgag cgtgggtctc gcggtatcat 3420 

150 tgcagcactg gggccagatg gtaagccctc ccgtatcgta gttatctaca cgacggggag 34 80 

152 tcaggcaact atggatgaac gaaatagaca gatcgctgag ataggtgcct cactgattaa 3540 

154 gcattggtaa ctgtcagacc aagtttactc atatatactt tagattgatt taaaacttca 3600 

156 tttttaattt aaaaggatct aggtgaagat cctttttgat aatctcatga ccaaaatccc 3660 

158 ttaacgtgag ttttcgttcc actgagcgtc agaccccgta gaaaagatca aaggatcttc 3720 

160 ttgagatcct ttttttctgc gcgtaatctg ctgcttgcaa acaaaaaaac caccgctacc 3780 

162 agcggtggtt tgtttgccgg atcaagagct accaactctt tttccgaagg taactggctt 3840 

164 cagcagagcg cagataccaa atactgtcct tctagtgtag ccgtagttag gccaccactt 3900 

166 caagaactct gtagcaccgc ctacatacct cgctctgcta atcctgttac cagtggctgc 3960 

168 tgccagtggc gataagtcgt gtcttaccgg gttggactca agacgatagt taccggataa 4020 

170 ggcgcagcgg tcgggctgaa cggggggttc gtgcacacag cccagcttgg agcgaacgac 4080 

172 ctacaccgaa ctgagaacct acagcgtgag ctatgagaaa gcgccacgct tcccgaaggg 4140 
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174 agaaaggcgg acaggtatcc ggtaagcggc agggtcggaa caggagagcg cacgagggag 
176 cttccagggg gaaacgcctg gtatctttat agtcctgtcg ggtttcgcca cctctgactt 
178 gagcgtcgat ttttgtgatg ctcgtcaggg gggcggagcc tatggaaaaa cgccagcaac 
180 gcggcctttt tacggttcct ggccttttgc tggccttttg ctcacatgtt ctttcctgcg 
182 ttatcccctg attctgtgga taaccgtatt accgcctttg agtgagctga taccgctcgc 
184 cgcagccgaa cgaccgagcg cagcgagtca gtgagcgagg aagcggaaga gcgcccaata 
186 cgcaaaccgc ctctccccgc gcgttggccg attcattaat gcaggtatca cgaggccctt 
188 tcgtcttcac 

191 <210> SEQ ID NO: 2 

192 <211> LENGTH: 262 

193 <212> TYPE: PRT 

194 <213> ORGANISM: Artificial Sequence 

196 <220> FEATURE: 

197 <223> OTHER INFORMATION: Synthetic Construct 
199 <400> SEQUENCE: 2 



201 


Met 


Ala 


Gin 


Val 


Gin 


Leu 


Gin 


Gin 


Ser 


Gly 


Ala 


Glu 


Leu 


Val 


Arg 


Pro 


202 


1 








5 










10 










15 




205 


Gly 


Thr 


Ser 


Val 


Lys 


He 


Ser 


Cys 


Lys 


Ala 


Ser 


Gly Tyr Thr 


Phe 


Thr 


206 








20 










25 










30 






209 


Asn 


Tyr 


Trp 


Leu 


Gly 


Trp 


Val 


Lys 


Gin 


Arg 


Pro 


Gly 


His 


Gly 


Leu 


Glu 


210 






35 










40 










45 








213 


Trp 


He 


Gly 


Asp 


He 


Tyr 


Pro Gly 


Gly 


Gly 


Tyr 


Thr 


Asn 


Tyr 


Asn 


Glu 


214 




50 










55 










60 










217 


Lys 


Phe 


Lys 


Gly 


Lys 


Ala 


Thr 


Val 


Thr 


Ala 


Asp 


Thr 


Ser 


Ser 


Arg 


Thr 


218 


65 










70 










75 










80 


221 


Ala 


Tyr 


Val 


Gin 


Val 


Arg 


Ser 


Leu 


Thr 


Ser 


Glu 


Asp 


Ser 


Ala 


Val 


Tyr 


222 










85 










90 










95 




225 


Phe 


Cys 


Ala 


Arg 


Ser 


Ala 


Ser 


Trp 


Tyr 


Phe 


Asp 


Val 


Trp 


Gly Ala 


Arg 


226 








100 










105 










110 






229 


Thr 


Thr 


Val 


Thr 


Val 


Ser 


Ser 


Ala 


Lys 


Thr 


Thr 


Pro 


Lys 


Leu 


Gly Gly 


230 






115 










120 










125 








233 


Asp 


He 


Glu 


Leu 


Thr 


Gin 


Ser 


Pro 


Lys 


Phe 


Met 


Ser 


Thr 


Ser 


Val 


Gly 


234 




130 










135 










140 










237 


Asp 


Arg 


Val 


Asn 


Val 


Thr 


Tyr 


Lys 


Ala 


Ser 


Gin 


Asn 


Val 


Gly Thr Asn 


238 


145 










150 










155 










160 


241 


Val 


Ala 


Trp 


Phe 


Gin 


Gin 


Lys 


Pro 


Gly Gin 


Ser 


Pro 


Lys 


Val 


Leu 


He 


242 










165 










170 










175 




245 


Tyr 


Ser 


Ala 


Ser 


Tyr 


Arg 


Tyr 


Ser 


Gly Val 


Pro 


Asp 


Arg 


Phe 


Thr Gly 


246 








180 










185 










190 






249 


Ser 


Gly 


Ser 


Gly 


Thr 


Asp 


Phe 


Thr 


Leu 


Thr 


He 


Ser 


Asn 


Val 


Gin 


Ser 


250 






195 










200 










205 








253 


Glu 


Asp 


Leu 


Ala 


Glu 


Tyr 


Phe 


Cys 


Gin 


Gin 


Tyr 


His 


Thr 


Tyr 


Pro 


Leu 


254 




210 










215 










220 










257 


Thr 


Phe 


Gly 


Gly 


Gly 


Thr 


Lys 


Leu 


Glu 


He 


Lys 


Arg 


Ala 


Asp 


Ala 


Ala 


258 


225 










230 










235 










240 


261 


Ala 


Ala 


Gly 


Ser 


Glu 


Gin 


Lys 


Leu 


He 


Ser 


Glu 


Glu 


Asp 


Leu 


Asn 


Ser 



262 245 250 255 

265 His His His His His His 

266 260 



4200 
4260 
4320 
4380 
4440 
4500 
4560 
4570 
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269 <210> SEQ ID NO: 3 

270 <211> LENGTH: 273 

271 <212> TYPE: PRT 

272 <213> ORGANISM: Artificial Sequence 

274 <220> FEATURE: 

275 <223> OTHER INFORMATION: Synthetic Construct 
277 <400> SEQUENCE: 3 



279 


Met 


Ala 


Gin 


Val 


Gin 


Leu 


Gin 


Gin 


Ser 


Gly 


Ala 


Glu 


Leu 


Ala 


Arg 


Pro 


280 


1 








5 










10 










15 




283 


Gly 


Ala 


Ser 


Val 


Lys 


Met 


Ser 


Cys 


Lys 


Ala 


Ser 


Gly Tyr 


Thr 


Phe 


Thr 


284 








20 










25 










30 






287 


Thr 


Tyr 


Thr 


He 


His 


Trp 


Val 


Arg 


Gin 


Arg 


Pro 


Gly 


His 


Asp 


Leu 


Glu 


288 






35 










40 










45 








291 


Trp 


He 


Gly 


Tyr 


He 


Asn 


Pro 


Ser 


Ser 


Gly 


Tyr 


Ser 


Asp 


Tyr 


Asn 


Gin 


292 




50 










55 










60 










295 


Asn 


Phe 


Lys 


Gly 


Lys 


Thr 


Thr 


Leu 


Thr 


Ala 


Asp 


Lys 


Ser 


Ser 


Asn 


Thr 


296 


65 










70 










75 










80 


299 


Ala 


Tyr 


Met 


Gin 


Leu 


Asn 


Ser 


Leu 


Thr 


Ser 


Glu 


Asp 


Ser 


Ala 


Val 


Tyr 


300 










85 










90 










95 




303 


Tyr 


Cys 


Ala 


Arg 


Arg 


Ala 


Asp 


Tyr 


Gly 


Asn 


Tyr 


Glu 


Tyr 


Thr 


Trp 


Phe 


304 








100 










105 










110 






307 


Ala 


Tyr 


Trp 


Gly 


Gin 


Gly 


Thr 


Thr 


Val 


Thr 


Val 


Ser 


Ser 


Ala 


Lys 


Thr 


308 






115 










120 










125 








311 


Thr 


Pro 


Lys 


Leu 


Gly Gly 


Asp 


He 


Gin 


Ala 


Val 


Val 


Thr 


Gin 


Glu 


Ser 


312 




130 










135 










140 










315 


Ala 


Leu 


Thr 


Thr 


Ser 


Pro Gly Glu 


Thr 


Val 


Thr 


Leu 


Thr 


Cys 


Arg 


Ser 


316 


145 










150 










155 










160 


319 


Asn 


Thr 


Gly 


Thr 


Val 


Thr 


Thr 


Ser 


Asn 


Tyr 


Ala 


Asn 


Trp 


Val 


Gin 


Glu 


320 










165 










170 










175 




323 


Lys 


Pro 


Asp 


His 


Leu 


Phe 


Thr Gly 


Leu 


He 


Gly 


His 


Thr 


Asn 


Asn 


Arg 


324 








180 










185 










190 






327 


Ala 


Pro 


Gly 


Val 


Pro 


Ala 


Arg 


Phe 


Ser 


Gly 


Ser 


Leu 


He 


Gly 


Asp 


Lys 


328 






195 










200 










205 








331 


Ala 


Ala 


Leu 


Thr 


He Thr Gly Ala 


Gin 


Thr 


Glu 


Asp 


Glu 


Ala 


He 


Tyr 


332 




210 










215 










220 










335 


Phe 


Cys 


Ala 


Leu 


Trp 


Tyr 


Asn 


Asn 


His 


Trp 


Val 


Phe Gly 


Gly 


Gly 


Thr 


336 


225 










230 










235 










240 


339 


Lys 


Leu 


Thr 


Val 


Leu Gly Gin 


Pro 


Lys 


Ser 


Ala 


Ala 


Ala 


Gly 


Ser 


Glu 


340 










245 










250 










255 




343 


Gin 


Lys 


Leu 


He 


Ser 


Glu 


Glu 


Asp 


Leu 


Asn 


Ser 


His 


His 


His 


His 


His 


344 








260 










265 










270 







347 His 

351 <210> SEQ ID NO: 4 

352 <211> LENGTH: 35 

353 <212> TYPE: DNA 

354 <213> ORGANISM: Artificial Sequence 

356 <220> FEATURE: 

357 <223> OTHER INFORMATION: Synthetic Construct 
359 <400> SEQUENCE: 4 
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360 cagccggcca tggcgcaggt cgcagctgca gcgag 

363 <210> SEQ ID NO: 5 

364 <211> LENGTH: 38 

365 <212> TYPE: DNA 

366 <213> ORGANISM: Artificial Sequence 

368 <220> FEATURE: 

369 <223> OTHER INFORMATION: Synthetic Construct 

371 <400> SEQUENCE: 5 

372 ccaggggcca gtggatagac aagcttgggt gttgtttt 

375 <210> SEQ ID NO : 6 

376 <211> LENGTH: 30 

377 <212> TYPE: DNA 

378 <213> ORGANISM: Artificial Sequence 

380 <220> FEATURE: 

381 <223> OTHER INFORMATION: Synthetic Construct 

383 <400> SEQUENCE: 6 

384 agagacgcgt acaggctgtt gtgactcagg 

387 <210> SEQ ID NO: 7 

388 <211> LENGTH: 27 

389 <212> TYPE: DNA 

390 <213> ORGANISM: Artificial Sequence 

392 <220> FEATURE: 

393 <223> OTHER INFORMATION: Synthetic Construct 

395 <400> SEQUENCE: 7 

396 gactgcggcc gcagacttgg gctggcc 

399 <210> SEQ ID NO: 8 

400 <211> LENGTH: 21 

401 <212> TYPE: DNA 

402 <213> ORGANISM: Artificial Sequence 

404 <220> FEATURE: 

405 <223> OTHER INFORMATION: Synthetic Construct 

407 <400> SEQUENCE: 8 

408 atgaccatga ttacgccaag c 

411 <210> SEQ ID NO: 9 

412 <211> LENGTH: 36 

413 <212> TYPE: DNA 

414 <213> ORGANISM: Artificial Sequence 

416 <220> FEATURE: 

417 <223> OTHER INFORMATION: Synthetic Construct 

419 <400> SEQUENCE: 9 

420 agacaagctt gggtgttgtt ttggctgagg agacgg 

423 <210> SEQ ID NO: 10 

424 <211> LENGTH: 27 

425 <212> TYPE: DNA 

426 <213> ORGANISM: Artificial Sequence 

428 <220> FEATURE: 

429 <223> OTHER INFORMATION: Synthetic Construct 

431 <400> SEQUENCE: 10 

432 ggcggatatc gagctcactc agtctcc 
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PATENT APPLICATION: US/10/04 9,4 04 TIME: 14:01:58 



Input Set : A:\EP.txt 
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Invalid Line Length: 

The rules require that a line not exceed 72 characters in length. This includes spaces. 



Seq#:l; Line(s) 9 
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